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ABSTRACT

Matrix metalloproteinases (MMPs) are considered excellent targets for cancer 
therapy because of their important roles in multiple aspects of tumor growth and 
metastatic spread. However, not all MMPs, or even all activities of specific MMPs, 
promote cancer. Therefore, there is a need for highly specific inhibitors. Monoclonal 
antibodies provide the potential for the degree of specificity required, but the isolation 
of antibodies able to inhibit a specific protease with high selectivity is challenging. 
Proteolysis specificity lies in recognition of the substrate in or around the active site, 
which generally forms a concave cleft inaccessible by human IgGs. Inspired by camelid 
antibodies, which have convex paratopes, we have produced a recombinant human 
IgG, designated 3A2, which binds in the substrate cleft of MMP-14, inhibiting its 
activity, but not the activity of highly homologous MMPs. In the 4T1 highly metastatic, 
syngeneic, orthotopic model of breast cancer, IgG 3A2 markedly inhibited growth of 
the primary tumor, but more importantly reduced metastatic spread to the lungs and 
liver by 94%. Stem cells in the tumor population expressed twice as much MMP-14 
mRNA as bulk tumor cells. In addition to reducing dissemination of tumor stem cells, 
as would be expected from inhibition of MMP-14’s ability to degrade components of 
the extracellular matrix, IgG 3A2 also inhibited the ability of individual stem cells to 
proliferate and produce colonies. We conclude that it is possible to produce antibodies 
with sufficient specificity for development as therapeutics and that IgG 3A2 has 
therapeutic potential.

INTRODUCTION

Overwhelming evidence supports a critical 
role for proteases in cancer dissemination. Matrix 
metalloproteinases (MMPs) are a group of zinc-
dependent endopeptidases that collectively degrade 
multiple components of the extracellular environment [1]. 
Degradation of the fibrous and proteoglycan components 
of the extracellular matrix is necessary for tumor growth 
and related angiogenesis, as well as the movement of 
metastasizing cells throughout the body. In addition to 

reducing physical barriers that limit tumor growth and cell 
dissemination, MMPs have complementary mechanisms 
through which they may promote cancer progression [2]. 
For example, the MMP may liberate a growth factor that 
attracts immune cells, which in turn produce chemokines 
that contribute to tumor cell survival and/or migratory 
ability [3]. MMPs are therefore considered potential 
therapeutic targets.

However, in addition to tumorigenic and pro-
metastatic activities, MMPs are involved in embryonic 
development, mammary gland ductal branching, bone 
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ossification, blood vessel remodeling, homeostasis of the 
extracellular environment, and control of innate immunity 
[4–9]. While many facets of proteolytic action are pro-
tumorigenic, some MMPs exhibit tumor-suppressing 
effects under certain circumstances [10]. MMP-8 [11], 
MMP-3 [12] and MMP-12 [4, 13, 14] have demonstrated 
predominantly anti-tumor effects based on knockout 
models of cancer. It is therefore important that individual 
enzymes be targeted [3]. Prior attempts to utilize peptide 
or small molecule inhibitors of MMPs have all failed in 
clinical trials due to lack of specificity [15–17]. Antibody-
based inhibitors are more specific and therefore promising, 
but generation of monoclonal antibodies (mAbs) that not 
only bind, but also inhibit proteases with high potency 
and selectivity is challenging. Recently, we demonstrated 
that incorporation of long, convex-shaped, camelid-
like paratopes into human IgG enabled the antibody 
to target enzyme active pockets that are not accessible 
with conventional antibodies [18]. This resulted in the 
production of mAbs specific to a given MMP.

For a particular subclass of MMPs that are plasma 
membrane-spanning, evidence suggests an even greater 
array of activities. For example, while MMP-14 degrades 
collagens I, II and III, fibronectin, laminin, aggrecan 
and tenascin [1], and hence can clearly reduce physical 
barriers to tumor growth and metastatic spread, it is 
also a transmembrane protein capable of intracellular 
signaling [19]. Furthermore, MMP-14 association with 
another membrane protein, CD44, directs its localization 
to lamellopodia, the formation of which is important to 
cell migration and invasion [20]. MMP-14 also activates 
other pro MMPs such as proMMP-2/-9/-13, and through 
combined activities these MMPs cause effective tissue 
degradation and enhance tumor invasion and metastasis 
[21–23].

In the current study, we have used an engineered 
human mAb that specifically inhibits MMP-14 and 
determined its potential therapeutic effect in a highly 
metastatic, syngeneic mouse model of breast cancer. In 
addition to a 94% suppression of metastasis to the lungs 
and livers of animals treated with the mAb, we found 
higher expression of MMP-14 by cancer stem cells and 
evidence that MMP-14 contributes to the ability of cancer 
stem cells to initiate a metastatic colony.

RESULTS

IgG 3A2 was a potent and selective inhibitor of 
human and murine MMP-14s

We have previously reported the binding kinetics 
and specificity of Fab 3A2 [18], but development of the 
whole IgG required reevaluation since IgG molecules 
generally have an increased affinity and the increased bulk 

may have changed specificity. IgG 3A2 was produced in 
293F cells, purified from culture medium by affinity for 
protein A, with typical yields of 35 mg purified IgG (purity 
>98%) per liter culture medium. The purity of 3A2 IgG 
was determined by SDS-PAGE (Supplementary Figure 
1). The catalytic domain (cd) of MMP-14 was purified 
from E. coli periplasm, as described previously [24]. A 
purity > 95% was confirmed by SDS-PAGE. Binding 
kinetics of 50-200 nM IgG 3A2 to immobilized human 
cdMMP-14 were analyzed using bio-layer interferometry. 
An average kinetic association coefficient (kon) of 9.5×106 
M-1·s-1 and an average kinetic dissociation coefficient (koff) 
of 3.6×10-2 s-1 were determined, allowing calculation of 
the equilibrium dissociation constant (Kd) equal to 3.8 nM 
(Table 1). Inhibition potency of IgG 3A2 was measured 
with 1 nM human cdMMP-14 and 1 μM peptide substrate. 
The inhibition IC50 of IgG 3A2 against human MMP-14 
was 3.8 nM, which is comparable to its native inhibitor 
nTIMP-2’s IC50 of 3.0 nM under the same reaction 
conditions, and the potent small molecule inhibitor 
GM6001’s IC50 of 1.5 nM (Figure 1A). Importantly, 3A2 
showed a therapeutically-desired selectivity towards 
cdMMP-14 over highly homologous cdMMPs -9 and -12. 
At 62.5 nM, IgG 3A2 completely inhibited (97%) activity 
of 10 nM cdMMP-14, while there was no inhibition 
towards cdMMP-9 under the same conditions and a weak 
inhibition (16%) towards cdMMP-12 (Figure 1B). In 
contrast, and as expected, neither nTIMP-2 nor GM6001 
exhibited selectivity, with 95-100% inhibition for each of 
the three MMPs tested. The ability of IgG 3A2 to inhibit 
gelatinolytic activity of human cdMMP-14 was determined 
by incubating cdMMP-14 with gelatin in the presence or 
absence of inhibitor and digitizing the densitometry of 
produced characteristic bands on SDS-PAGE. Compared 
to the degree of gelatin hydrolysis with cdMMP-14, IgG 
3A2 inhibited 90% activity of cdMMP-14 after a 24 hr 
incubation, while the same concentration of GM6001 gave 
87% inhibition (Figure 1C). This result was consistent 
with a previous study showing that mAb 3A2 blocked 
cdMMP-14 from hydrolyzing type I collagen [18], a 
physiological substrate relevant to cancer metastasis in 
vivo [25].

To test whether IgG 3A2 interacted with murine 
cdMMP-14 (97% amino acid identity to human cdMP-14), 
binding kinetics and inhibition potency were measured 
(Table 1). The kon with murine cdMMP-14 was 9.9 × 104 
M-1·s-1, which was significantly lower than the kon with 
human cdMMP-14. However, once bound, IgG 3A2 
binding was tighter to the murine version with a slow koff 
of 6.81 × 10-4 s-1. Overall, IgG 3A2 exhibited a dissociation 
constant (Kd) of 6.9 nM to murine cdMMP-14. Similarly, 
inhibition potency IC50 of IgG 3A2 against murine 
cdMMP-14 was measured as 7.9 nM. Therefore, IgG 3A2 
interacts with both human and murine cdMMP-14.
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Pharmacokinetic analysis of IgG 3A2 in vivo

To determine the potential of using IgG 3A2 as a 
future therapeutic, its in vivo half-life was examined 
following a bolus injection. The amount of IgG 3A2 
present in blood 2 hours after injection was considered 

the initial circulating concentration (100%). The relative 
amounts of IgG 3A2 dropped to 75.5%, 24.3%, 5.9%, 
4.5% and 0.5% at days 3, 6, 9, 12 and 15, respectively 
(Figure 2), giving a half-life of ~4.8 days, similar to that of 
serum immunoglobulins in adult mice [26, 27].

Figure 1: Biochemical characterizations of IgG 3A2. (A) Dose-inhibition curves. 1 nM human cdMMP-14 and 1 μM FRET 
peptide substrate, M-2350, were used. (B) Inhibition selectivity. 10 nM human cdMMP-9, cdMMP-12, or cdMMP-14 were reacted with 
62.5 nM inhibitor for 30 min before the addition of 1 μM M-2350. (C) Gelation hydrolysis tests. 500 nM human cdMMP-14 was reacted 
with gelatin in the presence or absence of 1 μM inhibitor and characteristic degradation bands were quantitatively analyzed via SDS-PAGE. 
(n=3) Data are presented as the mean ± S.D.

Table 1: Binding affinity and inhibition potency of IgG 3A2

kon (1/Ms) koff (1/s) KD (nM) Inhibition IC50 (nM)

with human 
cdMMP-14 9.5x106 3.6x10-2 3.7 3.8

with murine 
cdMMP-14 9.9x104 6.8x10-4 6.9 7.9

Determination of binding affinity and inhibition potency of IgG 3A2 showed a similar KD and inhibition IC50 when 
interacted with human and murine cdMMP14s. Therefore, the IgG 3A2 was a potent and selective inhibitor of both human 
and murine MMP-14s.
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Administration of IgG 3A2 repressed both 
primary tumor burden and metastasis in the 
highly metastatic mouse 4T1 model

Three thousand highly metastatic, murine, 
syngeneic mammary carcinoma 4T1 cells were injected 
orthotopically into FoxP3-GFP Balb/c mice to establish 
a single primary tumor per mouse (N=11 for each 
group). IgG 3A2 or control IgG were intraperitoneally 
administered at 100 μg per mouse every two days for 
30 days. At this dosage, IgG 3A2 significantly reduced 
primary tumor burden, as assessed by volume calculated 
from caliper measurements (Figure 3A) and by dissected 
tumor weight at day 30 (Figure 3B). While there was 
a highly significant negative impact of 3A2 on tumor 
growth using both measures, the difference between 
the two modes of assessment highlights inaccuracies in 
both methods. Although IgG 3A2 reduced the size of the 
primary tumor, the rate of proliferation of what tumor 
cells were present was unaltered, as assessed by the 
incorporation of EdU (Supplementary Figure 2). General 
assessments of animal health showed no effects of IgG 
3A2 administration on body weight (Supplementary 
Figure 3), movement, fur condition or food consumption.

Since MMPs participate in cell invasion [28], we 
next investigated whether treatment with IgG 3A2 affected 
metastasis. Because 4T1 cells are resistant to 6-thioguanine 
while normal somatic mouse cells are not, production of 
a single cell suspension and incubation in 6-thioguanine 
selects for metastatic cells within tissues. Individual 

metastatic cells then grow into colonies. As illustrated in 
Figure 3C and quantified in Figure 3D, mice that were 
treated with IgG 3A2 for 30 days had significantly fewer 
metastatic cells in both lungs and liver, representing 94.7% 
and 94.2 % metastasis reduction, respectively (Figure 
3D). In addition, most colonies were also significantly 
smaller in diameter (Figure 3C), demonstrating MMP-14 
inhibition had a long-term effect on the proliferation of 
metastatic cells since each colony grows from a single cell 
present on day 1 and no extra antibody was added during 
the 7-day 6-thioguanine selection period.

3A2 treatment enhanced immune cell activity 
within the tumor microenvironment

A reduced primary tumor size could have resulted 
from an increase in immune clearance of tumor cells, 
which in turn could have been mediated by a decrease 
in immune suppressive cells or an increase in immune 
effector cells. In addition, most tumor stromal cells, 
including tumor associated macrophages, endothelial 
cells and tumor fibroblasts are known to express MMP-14 
and changes in their number within the tumor may have 
contributed to reduced tumor growth. This is particularly 
true of macrophages since 4T1 tumors at 30 days grown 
from a 3000 cell inoculate are approximately 10% 
macrophages (see part of Figure 4).

As shown in Figure 4A, there was no effect of 
3A2 on the overall percentage of CD4+ T cells present 
in the tumor microenvironment. However, although the 

Figure 2: Disappearance of IgG 3A2 from mouse serum. 20 μgof IgG 3A2 was injected into the tail vein and samples of plasma 
were taken at the times indicated for measurement of human IgG by ELISA. The determined half-life of IgG 3A2 was 4.8 days. (n=4) Data 
are presented as the mean ± S.E.M.
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percentage didn’t change significantly, the proportion that 
were IL-2+ increased, as did the expression of IL-2 per 
cell. There was no difference in the proportion of CD4+ T 
cells expressing IFN-γ or the level of expression of IFN-γ 
per CD4+ T cell as a result of 3A2 treatment.

Similar to CD4+ T cells, there was no effect on CD8+ 
T cell percentages, although there was a trend towards an 
increased percentage in the 3A2 treatment group (Figure 
4B) and a higher percentage of CD8+ T cells produced 
IL-2 with a higher expression level of IL-2 per CD8+ T 
cell (Figure 4B). Furthermore, with CD8+ cells there was 
also increased production of IFN-γ per CD8+ T cell. Given 

that there was no increase in the very small percentage of 
cells that were Tregs (Figure 4C), these data are consistent 
with increased activation of T helper cells and activation 
of cytotoxic CD8+ cells.

An additional cell population, generally identified 
as immune suppressive, is myeloid- derived suppressor 
cells (MDSC, cd11b+Gr1+). As shown in Figure 4D, there 
was no change in this population. Macrophages can be 
stimulatory or suppressive, depending on phenotype. 
The overall percentage of tumor macrophages was not 
affected by IgG 3A2 (Figure 4E). However, there is an 
~54%, but not statistically significant, reduction in tumor 

Figure 3: IgG 3A2 treatment significantly reduced both primary tumor burden and metastasis. The primary tumor burden 
was assessed by (A) tumor volume (n=11 in both control IgG and IgG 3A2 group) and (B) tumor weight (n=8 in control IgG and n=6 in 
IgG 3A2 group). Data are presented as the mean ± S.D.; *P < 0.05 and **P < 0.01. (C) Metastasis with control IgG or IgG 3A2 treatment 
was determined using the 6-thioguanine selection method. Each colony formed after 6-thioguanine selection is derived from one metastatic 
4T1 cell. 6-thioguanine selection of metastatic cells in the lung is illustrated and the relative size of a typical metastatic colony in the two 
treatments is shown below. (D) Number of metastasized colonies in lung and liver.
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infiltrating macrophages (F4/80) that were of the M2 
phenotype (F4/80+iNOS-CD206+CD36+, Supplementary 
Figure 4). It is possible therefore that there may be some 
increase in the M1/M2 ratio by IgG 3A2 treatment. 
There were also no significant effects on other immune 
cell populations, including CD45+ T cells (Figure 4F), 
neutrophils (cd11b+Ly6G+CD62L+) (Figure 4G) and NK 
T cells (NK1.1+) (Figure 4H) although a trend towards 
a reduction in neutrophils by IgG 3A2 treatment was 
observed. Taken together, the results indicate that 3A2 had 
little effect on the immune cell composition of the tumors 
present, but, based on the increased activation of T cells, 
that immune clearance may well have contributed to the 
reduced primary tumor burden seen with 3A2 treatment.

Targeting MMP-14 in cancer stem cells 
suppressed their sphere-forming capacity and 
proliferation

Although bulk tumor cells can metastasize, it is the 
tumor stem cells from within the population that result in 
a metastatic colony [29]. MMP-14 is well known to be 
important in invasion, but we did not know whether tumor 

stem cells expressed MMP-14. A comparison of mRNA 
expression in bulk 4T1 (contains some stem cells) with 
expression in derived stem cells is shown in Figure 5A. 
Stem cells express 2-fold the level in bulk tumor cells. To 
determine whether this was true at the protein level and 
to determine whether IgG 3A2 recognized murine MMP-
14 when present in the membrane, flow cytometry was 
performed. To distinguish cancer stem cells from the bulk 
cells, 4T1 cells were labelled with anti-mouse CD29 and 
treated with AldeFluor. Results indicate that >99±0.1% of 
4T1 cells were CD29+ and 21±5% were ALDH+ (Figure 
5B). The CD29+/ALDH+ populations were next labelled 
with IgG 3A2 and anti-human IgG-PE. Polyclonal 
human IgG was used as the negative control. As shown 
in Supplementary Figure 5 and Figure 5C, 4.0±1.8% of 
CD29+ALDH+ cells were stained positively for MMP-
14 while only < 0.1% bulk cells were MMP-14+. For the 
stem cells, the average fluorescence signal of MMP-14 
was 2.1(±0.4)-fold higher when stained with IgG 3A2 
group versus control IgG, while there was no significant 
difference for bulk cells (Figure 5D).

Since the metastatic colonies formed after 3A2 
treatment were not only fewer in number, but also smaller 

Figure 4: IgG 3A2 treatment did not affect immune cell composition of the primary tumor, but did result in increased 
T cell activation. The percentages of immune effector cells: CD4+ T cells (A) and CD8+ T cells (B) and immune suppressor cells: T 
regulatory cells (Tregs) (C), myeloid derived suppressor cells (MDSC) (D), macrophages (E), CD45 cells (F), neutrophil (G) and NK cells 
(H). The activity of CD4+ T cells and CD8+ T cells was further determined by the percentage of these cells expressing IL-2 and IFN-γ and 
mean expression intensity per cell (A and B). (n=11 in A-E and n=3 in F-H) Data are presented as the mean ± S.D.; *P < 0.05 and **P < 0.01.
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(Figure 3C), we determined whether targeting MMP-
14 in tumor stem cells would affect the ability of tumor 
stem cells to form tumor spheres in vitro where expansion 
of a growing tumor would be much less dependent on 
remodeling of the extracellular matrix. As shown in Figure 
6A, addition of 3A2 had an inhibitory effect on sphere 
formation compared to the control antibody. We therefore 
questioned whether this reduction in sphere formation was 
due to inhibitory effects on cell proliferation or a change 
in the stemness. When tumor stem cells were seeded 
in 6 well plates and grown in the presence of different 
concentrations of IgG 3A2, there was a reduced number 
of tumor stem cells at the highest concentration tested 
(10 μg/mL) (Figure 6B). However, there were no effects 
on stemness, as assessed by expression of oct4 and sox2 
(Supplementary Figure 6).

When cells migrate, their phenotype changes from 
epithelial to mesenchymal in nature. To further explore 
the effect of targeting MMP-14 on tumor stem cells, we 
analyzed the expression of mesenchymal markers. There 
were no significant effects on E-cadherin, fibronectin, 

vimentin, twist-1, or snail-2 mRNA expression, although 
snail-2 showed a trend towards reduced expression with 
IgG 3A2 treatment (Supplementary Figure 7). This is 
likely because the stem cells are already mesenchymal in 
nature. Together with the results of the 6-thioguanine assay 
following in vivo 3A2 IgG treatment, the results support a 
role for MMP-14 in the establishment and growth of stem 
cell-derived colonies and inhibition of this role by 3A2.

DISCUSSION

In the last two decades, numerous MMP small 
molecule or peptidomimetic inhibitors have been tested 
for cancer treatments [15–17]. However, all these 
inhibitors failed in clinical trials due to lack of efficacy 
and severe side-effects such as musculoskeletal pain and 
inflammation [30]. Apart from dose-limiting side-effects, 
the other main reason for the failure of MMP inhibitors 
in phase III clinical trials is the broad-spectrum nature of 
these original drugs [17]. The majority of MMP inhibitors 
tested clinically were derivatives of hydroxamic acid, 

Figure 5: Expression of MMP-14 and potential binding difference of IgG 3A2 to MMP-14 between cancer stem cells 
and bulk tumor cells. (A) MMP14 mRNA expression in bulk tumor cells (left) compared to stem cells (right) derived from bulk tumor 
cells. (B) CD29+ and CD29+/ALDH+ cells. (C) Statistics of MM-14 positive cells. (D) Relative expression levels of MMP-14 on surface of 
bulk and stem cell populations. Data are presented as the mean ± S.D. from three trials; *P < 0.05.
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which potently chelate zinc and many other transition 
metals that serve as co-factors for a plethora of enzymes, 
among other important activities. The musculoskeletal 
pain and inflammation observed clinically was most likely 
due to the lack of specificity and the myriad of reactions 
affected by the inhibitor. It thus became evident that 
inhibiting MMPs nonspecifically was not desirable [15, 
16]. In our previous studies, a panel of Fabs inhibiting 
MMP-14 had been generated from synthetic antibody 

libraries carrying convex paratopes [18]. Particularly, 
Fab 3A2 exhibited nM inhibition potency and exclusive 
selectivity toward MMP-14. Biochemical characterizations 
of 3A2 demonstrated that it was a competitive inhibitor 
[18, 31], and able to prevent MMP-14 from activating 
proMMP-2 [18]. Tests with a melanoma xenograft 
mouse model suggested that administration of Fab 3A2 
significantly reduced cancer spread [31]. Although the use 
of Fab fragments as therapeutics has several advantages, 

Figure 6: Effect of IgG 3A2 on tumorsphere formation and cancer stem cell proliferation. (A) The effect of IgG 3A2 
treatment on stem cells tested their sphere forming ability, and (B) proliferation which was verified by direct cell counting. n=3 in both (A) 
and (B). For proliferation, the number of cells from each repeat was derived from an average of 3 wells. Data are presented as the mean ± 
S.D.; *P < 0.05 and **P < 0.01.
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their fast clearance rate (35 times faster than whole IgG) 
necessitating more frequent dosing intervals [32], is less 
desirable for patients and markedly increases cost. In the 
current study, we therefore produced the whole 3A2 IgG 
with >98% purity to test in vivo stability and the effects 
of IgG 3A2 on cancer burden relief in a syngeneic mouse 
breast cancer model with extremely fast and spontaneous 
metastasis. This model also allowed us to examine for the 
first time the impact of IgG 3A2 on complete immune 
responses to tumor cells, on cancer stem cell function, 
and effectiveness against metastatic spread in a naturally, 
rapidly metastasizing model. In comparison to the Fab 
3A2, which had an inhibition potency (IC50) of 9.7 nM 
[18], the IgG 3A2 has significantly improved inhibition 
potency (IC50 3.8 nM) comparable to the natural inhibitor 
nTIMP-2 (IC50 3.0 nM) and the small molecule inhibitor, 
GM6001 (IC50 1.5 nM) along with greater specificity 
compared to the small molecules for MMP-14 inhibition.

Clearance from the circulation after a bolus 
injection occurred with a half-life of 4.8 days. With the 
assumption that the clearance rate of continuous IgG 3A2 
treatment was the same as the first bolus, it will take 9 
days to reach a consistent concentration at ~220 μg/mL 
plasma in the animals if 100 μg IgG 3A2 is given every 
2 days. This concentration injected is lower than has been 
used for efficacy studies of other monoclonal antibodies 
against MMP-14 [33–35] and yet there was a highly 
significant impact on both primary tumor growth and, 
more importantly, on metastatic spread. We therefore have 
evidence that this particular antibody could be an effective 
and cost efficient therapeutic.

Several factors could have contributed to the 
reduction in primary tumor size. One potential factor could 
have been a reduction in the relative number of immune 
cells capable of migrating into the tumor, especially since 
macrophages constitute around 10% of the tumor at 30 days. 
However, our results did not find any effect on the relative 
percentages of any immune cell populations, including 
macrophages, myeloid-derived suppressor cells, Tregs and 
T effector cells. The change in tumor mass is therefore not 
related to the relative number of immigrating cells.

An inhibition of primary tumor growth could also 
have been related to increased immune killing of tumor 
cells. Consistent with immune cell killing playing a role in 
reduced tumor size is the observed activation of T helper 
cells and cytotoxic T cells. Given that there was no change 
in the proportion of immune suppressive cells present, 
the mechanism responsible for increased activation 
of T effector cells with MMP-14 inhibition is unclear. 
Interestingly, there is evidence that CD4 effector T cells 
express lower MMP-14 upon activation [36], but this has 
so far been presumed to be a consequence of activation 
and the lack of continued need for migration. Most likely, 
inhibition of MMP-14 activity prevented the liberation of 
suppressive cytokines bound to the extracellular matrix 
such as TGFβ [37], but this remains to be determined.

In addition to the enhanced immune killing, a 
reduction in tumor size could have been brought about 
by reduced cell proliferation. However, for the cells that 
were present in the differently sized primary tumors, there 
were no effects of IgG 3A2 treatment on bulk tumor cell 
proliferation, as examined by EdU incorporation.

Since the percentage of cancer stem cells in the 
tumor mass is small, we would not expect to be able to 
discern an effect specifically on stem cells when measuring 
whole tumor proliferation by EdU incorporation. However, 
the in vitro results with the stem cell population show that 
IgG 3A2 can inhibit colony formation and the total number 
of cells at a dose of 10 μg/ml. If our calculations on the 
steady state amount present in the animals is correct, there 
would have been sufficient administered antibody to do 
the same in vivo. Although all epithelial cells in the tumor 
have the capacity to divide, an inhibition of stem cells 
would certainly contribute to reduced tumor growth. A 
stimulatory effect of MMP-14 on cell proliferation [38, 
39] has been shown to be mediated through its hemopexin 
domain [19, 20], but whether a similar effect of MMP-
14 occurs in cancer stem cells has not been previously 
addressed. Our results show that inhibition of MMP-14 
inhibits stem cell proliferation. Furthermore, that the effect 
of 3A2 treatment was long lived since it persisted after 
the cells were in vitro and removed from exposure to the 
antibody during the 7-day 6-thioguanine selection.

Although a reduction in the size of the primary 
tumor is good, the most dramatic and potentially 
clinically-relevant outcome of treatment with anti-
MMP-14 IgG 3A2 was a 94% inhibition of metastasis 
to the lungs and livers. Like the effect on primary tumor 
growth, there are a number of possible mechanisms. One 
is a decrease in primary tumor size and thereby a decrease 
in cells available for metastasis. While this may have 
contributed, initiation of metastasis has been demonstrated 
to have little relationship to the size of the primary tumor 
[40]. In fact, this is one reason why screening of anti-
cancer drugs based on their ability to reduce the size of 
the primary tumor has not been a reliable measure of the 
eventual utility of the drug in the clinic [40].

The metastatic process is complex and differs 
somewhat in different types of cancer, but migration of 
cells must employ some level of protease activity to digest 
a path through/around both fibrous and proteoglycan 
elements of the extracellular matrix. For 4T1 tumors, 
metastasis is at least primarily the result of migration of 
stem cells [41]. Given the known functions of MMP-14, 
it seems reasonable to suggest that inhibition of protease 
activity reduced the ability of stem cells to migrate 
from the primary tumor into the blood stream and from 
the blood stream into the stroma of the lungs and liver. 
Consistent with this premise is the higher expression of 
MMP-14 in and on cancer stem cells versus bulk tumor 
cells. To our knowledge, this has not been previously 
reported. Consistent with reduced metastasis by IgG 3A2 
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treatment, is the trend towards reduced expression of the 
mesenchymal marker, Snail, in cancer stem cells. An 
MMP-14/CD44/Snail axis has been previously identified 
as an important regulator of tumor invasion in other 
tumors [42].

In summary, the data show it is possible to produce 
a potent recombinant human IgG that specifically inhibits 
MMP-14 and not other highly homologous MMPs. 
Furthermore, that IgG 3A2 markedly inhibits metastasis. 
In addition to likely inhibitory effects on migration, IgG 
3A2 inhibits stem cell proliferation and colony formation, 
indicating an important role for MMP-14 beyond simple 
inhibition of proteolytic degradation of the extracellular 
matrix.

MATERIALS AND METHODS

Production of MMPs and TIMPs

Human catalytic domains (cd) of MMPs-9, -12 
and -14, murine cdMMP-14, human N-terminal domain 
of tissue inhibitor of metalloproteinase-2 (nTIMP-2), 
each containing 6×His tags at their C-termini were 
produced by culturing transformed BL21 E. coli cells in 
2×YT broth in the presence of 0.1 mM isopropyl β-D-1-
thiogalactopyranoside at 30°C for 15 hours, as described 
previously [43, 44]. After expression, periplasmic 
fractions were prepared by osmotic shock with 25% 
sucrose followed by treatments with lysozyme and water. 
Periplasmic solutions were clarified by centrifugation at 
15,000 × g for 15 minutes at 4°C, passed through a 0.22 
μm filter and purified by affinity chromatography using 
Ni-NTA agarose (Qiagen). Purified protein samples were 
buffer-exchanged into 50 mM Tris-HCl pH 7.5, 150 mM 
NaCl, 5 mM CaCl2, 0.5 mM ZnCl2 by dialysis at 4 °C 
using SnakeSkin tubing (Fisher), and concentrated by 
ultrafiltration with MWCO of 10 kDa (Amicon). The 
purity and concentration of produced recombinant proteins 
were determined by SDS-PAGE and OD280 absorption 
measurements.

Production of IgG 3A2

3A2 VH and VL genes [18] were PCR purified 
and cloned into IgG expression vectors, which carry 
a CMV promotor with an intron and Woodchuck 
posttranscriptional regulatory element in addition to the 
antibody gene. The constructed vectors for heavy chain and 
light chain were mixed at a molar ratio of 1:1 for a total of 
10 μg/mL and incubated with 30 μg/mL polyethyleneimine 
(PEI) HCl MAX (MW=40,000, Polysciences) in Opti-
MEMTM (ThermoFisher) medium for 10 min at room 
temperature. Then the DNA/PEI mixture were added into 
a 9-fold volume of 293F cells (3.0 × 106 cells/mL with 
viability > 98%) in Expi293 medium (ThemoFisher). 
The transfected cells were cultured in round bottles at 

135 rpm, 37 °C, 8% CO2 incubator for 7 days. Culture 
medium was clarified by centrifugation, and IgG 3A2 was 
purified by protein A affinity chromatography (GenScript) 
following the manufacturer’s protocol. The concentration 
of purified IgG 3A2 was determined by SDS-PAGE and 
OD280 absorption measurements.

Fluorescence resonance energy transfer 
inhibition assays

1 μM IgG 3A2, nTIMP-2, or the small molecule 
inhibitor, GM6001 (Millipore), was serially 2-fold diluted 
into assay buffer, and incubated with 1-10 nM human 
cdMMP-14 for 30 min at room temperature. The kinetic 
measurements were started with the addition of 1 μM 
M2350 peptide substrate (Bachem) and the fluorescence 
was monitored with excitation and emission wavelengths 
at 325 and 392 nm, respectively, using a fluorescence 
plate reader (BioTek). Inhibition percentages at given 
concentrations were calculated by comparing the initial 
slopes with and without the inhibitor. IC50 was determined 
as the concentration resulting in 50% inhibition. Inhibition 
assays for human cdMMP-9 and cdMMP-12 were also 
conducted to test selectivity.

Gelatin hydrolysis studies

500 nM human cdMMP-14 was incubated with 
1 mg/mL gelatin (porcine skin, Sigma) in the absence 
or presence of 1 μM inhibitors for 24 hours at room 
temperature, then samples were analyzed by 12% SDS-
PAGE. Gelatin mixed with cdMMP-14 in the absence of 
inhibitor was used as a negative inhibitory control, and 
the background hydrolysis without cdMMP-14 was also 
tested. The degree of gelatin hydrolysis was quantified 
by densitometry of produced characteristic bands using 
Image Lab.

Affinity measurements

Binding kinetics of IgG 3A2 towards human 
cdMMP-14 were analyzed by bio-layer interferometry 
using ForteBio BLItz. Purified cdMMP-14 was 
biotinylated using an EZ-link sulfo-NHS-LC-biotin 
labeling kit (Thermo Scientific), and loaded onto a 
streptavidin biosensor for 120 sec. The coated biosensor 
was incubated in 50 mM HEPES to establish baselines. 
IgG 3A2 was then introduced at 40-800 nM, the 
association to immobilized cdMMP-14 was monitored 
for 2 min, and then the IgG was allowed to dissociate in 
50 mM HEPES (pH 6.8) for 2 min. Determined kon and 
koff were used for KD value calculation. The affinity of 
IgG 3A2 towards murine cdMMP-14 was measured by 
loading 50 nM IgG 3A2 onto a protein A biosensor, then 
the association and dissociation of 50-200 nM murine 
cdMMP-14 was monitored using the same protocol.
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Tumor initiation and pharmacokinetic analysis

All animal experiments were conducted under 
University of California Riverside IACUC approved 
protocols.

Balb/c mice (Jackson Laboratories) were maintained 
as a breeding colony. For some experiments, Balb/c mice 
that express GFP under the control of the Foxp3 promoter 
(Jackson Laboratories) were used in order to be able to 
determine Treg cells in live preparations. Eight-week-
old female mice were used in all experiments. Mouse 
syngeneic breast cancer 4T1 cells were maintained in 
complete media (RPMI-1640 medium (ATCC) with 10% 
FBS (Gibco)) at 37°C in a 5% CO2 and 95% humidity 
incubator and used within 15 generations. Three 
thousand 4T1 cells were mixed with 50 μl Matrigel 
(BD Biosciences) and orthotopically injected into the 
fourth mammary fat pad. At the same time, all mice were 
intraperitoneally given either 100 μg IgG 3A2 or human 
polyclonal control IgG (Sigma). Mice (N=11 each group) 
continued to receive IgG 3A2 or control IgG treatment 
every 2 days until sacrifice. Typically, with this number 
of cells, a palpable mass at the mammary fat pad can be 
appreciated 7-10 days after the initial tumor cell injection. 
Tumor sizes were measured by caliper and tumor volumes 
were calculated using the equation x2y/2, where x and 
y indicate the width and length, respectively [45]. All 
mice were sacrificed on day 30 and immune composition 
within the tumor microenvironment was analyzed by flow 
cytometry.

For pharmacokinetic analysis, purified IgG 3A2 
was exchanged from 50 mM HEPES, 150 mM NaCl, 
pH 6.8 to Dulbecco’s PBS (DPBS) using Centricon 10 
microcentrifuge tubes (14,000 ×g for 20 min at 4°C, 4 
times). 20 μg IgG 3A2 was injected into two mice via 
the tail vein and clearance was monitored by obtaining 
50 μl serum tail vein samples from 2 hours to 12 days. 
The disappearance of IgG 3A2 from mouse serum was 
determined using a human IgG ELISA kit (Sigma) 
according to the manufacturer’s instructions. Assays 
were carried out using 3 dilutions at each time point (in 
duplicate). Additionally, mouse serum was tested for 
cross reactivity between the mouse IgG in mouse serum 
and ELISA captured antibody and interference signals 
generated by non-specific binding of compounds in 
mouse serum by assaying alone (at 1/20, 1/100, 1/1000, 
and 1/10,000-fold dilutions) and when added to a control 
human IgG sample (at 1/20, 1/100, and 1/1000-fold 
dilutions). There was no cross-reactivity.

EdU staining

The nucleoside analog, 5-ethynyl-2-deoxyuridine 
(EdU), was injected intraperitoneally (25 μg/g body 
weight) 4 hours before tissue harvesting. Incorporated 
EdU was detected using the Click-IT™ system (Invitrogen) 
and analyzed by flow cytometry (BD Canto II).

Quantification of tumor metastasis

Lung and liver tissues from IgG 3A2- or control 
IgG-treated mice were minced by blade and digested with 
accutase (Innovative Cell Technologies) for 5 min at 37°C. 
After allowing tissue remnants to settle, supernatants were 
transferred and cultured in 75 cm2 flask in complete media 
with 60 μM 6-thioguanine. Metastatic colonies, formed 
after the 7-day selection period, were fixed with methanol 
for 5 min, washed with DPBS 3 times and stained with 
0.03% (w/v) methylene blue for 5 min. Each metastatic 
blue colony was then counted [46].

FACS analyses

4T1 cells, cultured as described above, were 
detached with accutase and collected by centrifugation at 
800 ×g. After washing with DPBS, cells were incubated 
with 2 μg/mL anti-mouse CD29-APC for 30 min at 4°C 
and analyzed with a S3e flow cytometer (Bio-Rad). 
For cancer stem cell detection, 4T1 cells were treated 
with AldeFluor (Stemcell Technology) following the 
manufacturer’s protocol, and incubated with 4 μg/mL IgG 
3A2 then 5 μg/mL anti-human IgG-PE (Becton Dickinson 
Bioscience) in 50 mM Tris-HCl (pH 7.5, with 150 mM 
NaCl, 5 mM CaCl2, 400 μM ZnCl2) for 30 min at 4°C. 
Polyclonal human IgG (Sigma) was used as a negative 
control.

For tumor microenvironment analysis, 2 million 
tumor cells from IgG 3A2- or control IgG-treated FoxP3-
GFP Balb/c mice were pre-blocked with 1 μg CD16/CD32 
antibody (10 min at 4°C in the dark) and then labelled 
with 0.2 μg fluorophore-conjugated antibody (anti-CD4 
(APC-Cy7) for CD4+ T cell, anti-CD8 (PercpCP-Cy5.5) 
for CD8+ T cell, IL2 (APC) and IFN-γ(PE) for activation 
status of CD4+ and CD8+ T cells, anti-F4/80 (APC-Cy7) 
for macrophages, anti-iNOS (PE) for M1 phenotype, anti-
CD36 (APC), anti-CD206 (PE-Cy7), anti-CD45 (APC) 
for CD45+ T cells, anti-NK1.1 (PE) for NK T cells, anti-
CD11b (APC-Cy7)/Ly6G (PE-Cy5)/CD62L (PE-Cy7) for 
neutrophils, anti-Gr1 (PercpCP-Cy5.5)/CD 11b (APC-
Cy7) for myeloid-derived suppressor cells, and anti-CD4 
plus anti-CD25 (PE-Cy7) together with transgenic GFP 
fluorescence indicating FoxP3 positivity for Tregs (all 
antibodies from eBiosciences) for 30 min at 4°C in the 
dark. Cells were then washed with 2 mL 2% BSA three 
times and resuspended in 200 μL 2% BSA for flow 
cytometric analysis (BD Canto II).

Tumor stem cell analysis

Tumor stem cells were isolated by their ability to 
form spheres in serum free medium. Briefly, 6000 4T1 
cells were cultured in ultralow attachment plates (Corning) 
in stem cell selection medium (DMEM/F12 with no serum, 
but 2% B27 and 20 ng/mL hEGF) [[41, 47]] with different 
concentrations of IgG 3A2 or control IgG for 7 days. The 
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number of tumor spheres (with diameters greater than 50 
μm) was counted. For the stem cell proliferation assay, 
tumor spheres without any treatments were produced as 
described above and then digested with accutase (5 min 
at 37°C) into a single cell suspension. Ten thousand stem 
cells were then grown in ultralow attachment plates with 
different concentrations of IgG 3A2 or control IgG for 5 
days. The effect of IgG 3A2 or control IgG on the number 
of cancer stem cells was determined by hemocytometer. 
For epithelial to mesenchymal transition (EMT) marker 
or stemness examination, cancer stem cells were treated 
with 10 μg/mL IgG 3A2 or control IgG for 5 days. RNA 
extraction was performed using Trizol (Invitrogen) and 
converted to cDNA. Quantitative real time PCR (Biorad 
CFX system) of gene expression associated with stemness 
(sox2, oct4), an EMT signature (E-cadherin, fibronectin, 
vimentin, twist-1, snail-2), and MMP14 was performed 
and results were normalized to β-actin. Primer sequences 
are shown in Supplementary Table 1.

Statistics

For in vivo data, the Mann-Whitney test was used 
to compare the control IgG- and IgG 3A2-treated groups. 
For comparisons of more than two groups and data from in 
vitro studies, ANOVA with post-hoc tests (Turkey’s HSD 
for equal sample size and Scheffe for unequal sample size) 
and Bonferroni correction were conducted. Two tailed 
analysis was used. All data were expressed as the mean ± 
SD and a p value <0.05 was considered significant.

Abbreviations

MMPs: matrix metalloproteinases, mAbs: 
monoclonal antibodies, EMT: epithelial to mesenchymal 
transition, cd: catalytic domains, nTIMP-2: N-terminal 
domain of tissue inhibitor of metalloproteinase-2, PEI: 
polyethyleneimine

Authors contributions

KuanHui E. Chen, Ameae M. Walker and Xin 
Ge conceived the study, designed the experiments and 
prepared the manuscript. KuanHui E. Chen performed all 
of the in vivo work, in vitro tumorsphere formation, stem 
cell proliferation, stemness and EMT analyses. Chuan 
Chen expressed and purified IgG 3A2, and conducted 
FACS analysis for 4T1 stem cells. Kelly C. Radecki 
performed the MMP14 mRNA expression by cancer stem 
cells and bulk cancer cells. Karissa Bustamante assisted 
with the in vivo work by performing flow cytometry 
staining and 6-thioguanine selection staining. Tyler 
Lopez conducted antibody biochemical characterizations 
including binding affinity, inhibition potency, and 
gelatin zymography. Mary Y. Lorenson analyzed the 
pharmacokinetics.

CONFLICTS OF INTEREST

The authors declare that they have no competing 
interests.

FUNDING

This work was supported by NIH Grant R01 
GM115672 (to X.G.), and DoD breast cancer research 
program W81XWH-14-1-0425 (to A.M.W.).

REFERENCES

1. Yadav L, Puri N, Rastogi V, Satpute P, Ahmad R, Kaur G. 
Matrix metalloproteinases and cancer - roles in threat and 
therapy. Asian Pac J Cancer Prev. 2014; 15:1085-91.

2. Chambers AF, Matrisian LM. Changing views of the role of 
matrix metalloproteinases in metastasis. J Natl Cancer Inst. 
1997; 89:1260-70.

3. Martin MD, Matrisian LM. The other side of MMPs: 
protective roles in tumor progression. Cancer Metastasis 
Rev. 2007; 26:717-24.

4. Overall CM, Kleifeld O. Tumour microenvironment - 
opinion: validating matrix metalloproteinases as drug 
targets and anti-targets for cancer therapy. Nat Rev Cancer. 
2006; 6:227-39.

5. Page-McCaw A, Ewald AJ, Werb Z. Matrix 
metalloproteinases and the regulation of tissue remodelling. 
Nat Rev Mol Cell Biol. 2007; 8:221-33.

6. Radisky ES, Raeeszadeh-Sarmazdeh M, Radisky DC. 
Therapeutic Potential of Matrix Metalloproteinase 
Inhibition in Breast Cancer. J Cell Biochem. 2017; 
118:3531-48.

7. Vu TH, Werb Z. Matrix metalloproteinases: effectors of 
development and normal physiology. Genes Dev. 2000; 
14:2123-33.

8. Kessenbrock K, Plaks V, Werb Z. Matrix metalloproteinases: 
regulators of the tumor microenvironment. Cell. 2010; 
141:52-67.

9. Zucker S, Cao J. Selective matrix metalloproteinase (MMP) 
inhibitors in cancer therapy: ready for prime time? Cancer 
Biol Ther. 2009; 8:2371-3.

10. Egeblad M, Werb Z. New functions for the matrix 
metalloproteinases in cancer progression. Nat Rev Cancer. 
2002; 2:161-74.

11. Decock J, Thirkettle S, Wagstaff L, Edwards DR. Matrix 
metalloproteinases: protective roles in cancer. J Cell Mol 
Med. 2011; 15:1254-65.

12. McCawley LJ, Wright J, LaFleur BJ, Crawford HC, 
Matrisian LM. Keratinocyte expression of MMP3 enhances 
differentiation and prevents tumor establishment. Am J 
Pathol. 2008; 173:1528-39.

13. Acuff HB, Carter KJ, Fingleton B, Gorden DL, Matrisian 
LM. Matrix metalloproteinase-9 from bone marrow-derived 



Oncotarget29443www.oncotarget.com

cells contributes to survival but not growth of tumor cells in 
the lung microenvironment. Cancer Res. 2006; 66:259-66.

14. Houghton AM, Grisolano JL, Baumann ML, Kobayashi 
DK, Hautamaki RD, Nehring LC, Cornelius LA, Shapiro 
SD. Macrophage elastase (matrix metalloproteinase-12) 
suppresses growth of lung metastases. Cancer Res. 2006; 
66:6149-55.

15. Overall CM, Kleifeld O. Towards third generation matrix 
metalloproteinase inhibitors for cancer therapy. Br J Cancer. 
2006; 94:941-6.

16. Turk B. Targeting proteases: successes, failures and future 
prospects. Nat Rev Drug Discov. 2006; 5:785-99.

17. Fingleton B. MMPs as therapeutic targets--still a viable 
option? Semin Cell Dev Biol. 2008; 19:61-8.

18. Nam DH, Rodriguez C, Remacle AG, Strongin AY, Ge X. 
Active-site MMP-selective antibody inhibitors discovered 
from convex paratope synthetic libraries. Proc Natl Acad 
Sci U S A. 2016; 113:14970-5.

19. Itoh Y, Takamura A, Ito N, Maru Y, Sato H, Suenaga N, 
Aoki T, Seiki M. Homophilic complex formation of 
MT1-MMP facilitates proMMP-2 activation on the cell 
surface and promotes tumor cell invasion. EMBO J. 2001; 
20:4782-93.

20. Mori H, Tomari T, Koshikawa N, Kajita M, Itoh Y, Sato H, 
Tojo H, Yana I, Seiki M. CD44 directs membrane-type 1 
matrix metalloproteinase to lamellipodia by associating with 
its hemopexin-like domain. EMBO J. 2002; 21:3949-59.

21. Nishida Y, Miyamori H, Thompson EW, Takino T, Endo Y, 
Sato H. Activation of matrix metalloproteinase-2 (MMP-2) 
by membrane type 1 matrix metalloproteinase through an 
artificial receptor for proMMP-2 generates active MMP-2. 
Cancer Res. 2008; 68:9096-104.

22. Toth M, Chvyrkova I, Bernardo MM, Hernandez-Barrantes 
S, Fridman R. Pro-MMP-9 activation by the MT1-MMP/
MMP-2 axis and MMP-3: role of TIMP-2 and plasma 
membranes. Biochem Biophys Res Commun. 2003; 
308:386-95.

23. Knäuper V, Bailey L, Worley JR, Soloway P, Patterson ML, 
Murphy G. Cellular activation of proMMP-13 by MT1-
MMP depends on the C-terminal domain of MMP-13. 
FEBS Lett. 2002; 532:127-30.

24. Nam DH, Lee KB, Ge X. Functional Production of Catalytic 
Domains of Human MMPs in Escherichia coli Periplasm. 
Methods Mol Biol. 2018; 1731:65-72.

25. Sabeh F, Shimizu-Hirota R, Weiss SJ. Protease-dependent 
versus -independent cancer cell invasion programs: three-
dimensional amoeboid movement revisited. J Cell Biol. 
2009; 185:11-9.

26. Vieira P, Rajewsky K. The half-lives of serum 
immunoglobulins in adult mice. Eur J Immunol. 1988; 
18:313-6.

27. Damiano JS, Rendahl KG, Karim C, Embry MG, 
Ghoddusi M, Holash J, Fanidi A, Abrams TJ, Abraham 
JA. Neutralization of prolactin receptor function by 

monoclonal antibody LFA102, a novel potential therapeutic 
for the treatment of breast cancer. Mol Cancer Ther. 2013; 
12:295-305.

28. Itoh Y. Membrane-type matrix metalloproteinases: Their 
functions and regulations. Matrix Biol. 2015; 44-46:207-23.

29. Kessenbrock K, Wang CY, Werb Z. Matrix 
metalloproteinases in stem cell regulation and cancer. 
Matrix Biol. 2015; 44-46:184-90.

30. Cathcart J, Pulkoski-Gross A, Cao J. Targeting Matrix 
Metalloproteinases in Cancer: Bringing New Life to Old 
Ideas. Genes Dis. 2015; 2:26-34.

31. Remacle AG, Cieplak P, Nam DH, Shiryaev SA, Ge X, 
Strongin AY. Selective function-blocking monoclonal 
human antibody highlights the important role of membrane 
type-1 matrix metalloproteinase (MT1-MMP) in metastasis. 
Oncotarget. 2017; 8:2781-99. https://doi.org/10.18632/
oncotarget.13157.

32. Covell DG, Barbet J, Holton OD, Black CD, Parker 
RJ, Weinstein JN. Pharmacokinetics of monoclonal 
immunoglobulin G1, F(ab')2, and Fab' in mice. Cancer Res. 
1986; 46:3969-78.

33. Devy L, Huang L, Naa L, Yanamandra N, Pieters H, Frans 
N, Chang E, Tao Q, Vanhove M, Lejeune A, van Gool R, 
Sexton DJ, Kuang G, et al. Selective inhibition of matrix 
metalloproteinase-14 blocks tumor growth, invasion, and 
angiogenesis. Cancer Res. 2009; 69:1517-26.

34. Ager EI, Kozin SV, Kirkpatrick ND, Seano G, Kodack DP, 
Askoxylakis V, Huang Y, Goel S, Snuderl M, Muzikansky 
A, Finkelstein DM, Dransfield DT, Devy L, et al. 
Blockade of MMP14 activity in murine breast carcinomas: 
implications for macrophages, vessels, and radiotherapy. J 
Natl Cancer Inst. 2015; 107.

35. Ling B, Watt K, Banerjee S, Newsted D, Truesdell P, 
Adams J, Sidhu SS, Craig AWB. A novel immunotherapy 
targeting MMP-14 limits hypoxia, immune suppression 
and metastasis in triple-negative breast cancer models. 
Oncotarget. 2017; 8:58372-85. https://doi.org/10.18632/
oncotarget.17702.

36. Zhou J, Marten NW, Bergmann CC, Macklin WB, Hinton 
DR, Stohlman SA. Expression of matrix metalloproteinases 
and their tissue inhibitor during viral encephalitis. J Virol. 
2005; 79:4764-73.

37. Stephen TL, Rutkowski MR, Allegrezza MJ, Perales-
Puchalt A, Tesone AJ, Svoronos N, Nguyen JM, Sarmin F, 
Borowsky ME, Tchou J, Conejo-Garcia JR. Transforming 
growth factor β-mediated suppression of antitumor T cells 
requires FoxP1 transcription factor expression. Immunity. 
2014; 41:427-39.

38. Gonzalo P, Guadamillas MC, Hernández-Riquer MV, 
Pollán A, Grande-García A, Bartolomé RA, Vasanji A, 
Ambrogio C, Chiarle R, Teixidó J, Risteli J, Apte SS, del 
Pozo MA, et al. MT1-MMP is required for myeloid cell 
fusion via regulation of Rac1 signaling. Dev Cell. 2010; 
18:77-89.

https://doi.org/10.18632/oncotarget.13157
https://doi.org/10.18632/oncotarget.13157
https://doi.org/10.18632/oncotarget.17702
https://doi.org/10.18632/oncotarget.17702


Oncotarget29444www.oncotarget.com

39. Shimizu-Hirota R, Xiong W, Baxter BT, Kunkel SL, 
Maillard I, Chen XW, Sabeh F, Liu R, Li XY, Weiss SJ. 
MT1-MMP regulates the PI3Kδ·Mi-2/NuRD-dependent 
control of macrophage immune function. Genes Dev. 2012; 
26:395-413.

40. Steeg PS, Theodorescu D. Metastasis: a therapeutic target 
for cancer. Nat Clin Pract Oncol. 2008; 5:206-19.

41. Yonezawa T, Chen KH, Ghosh MK, Rivera L, Dill R, Ma 
L, Villa PA, Kawaminami M, Walker AM. Anti-metastatic 
outcome of isoform-specific prolactin receptor targeting in 
breast cancer. Cancer Lett. 2015; 366:84-92.

42. Jiang W, Zhang Y, Kane KT, Collins MA, Simeone DM, 
di Magliano MP, Nguyen KT. CD44 regulates pancreatic 
cancer invasion through MT1-MMP. Mol Cancer Res. 
2015; 13:9-15.

43. Lee KB, Nam DH, Nuhn JAM, Wang J, Schneider IC, Ge 
X. Direct expression of active human tissue inhibitors of 

metalloproteinases by periplasmic secretion in Escherichia 
coli. Microb Cell Fact. 2017; 16:73.

44. Nam DH, Ge X. Direct production of functional matrix 
metalloproteinase—14 without refolding or activation and 
its application for in vitro inhibition assays. Biotechnol 
Bioeng. 2016; 113:717-23.

45. Riuzzi F, Sorci G, Donato R. RAGE expression in 
rhabdomyosarcoma cells results in myogenic differentiation 
and reduced proliferation, migration, invasiveness, and 
tumor growth. Am J Pathol. 2007; 171:947-61.

46. Pulaski BA, Ostrand-Rosenberg S. Mouse 4T1 breast tumor 
model. Curr Protoc Immunol. 2001; Chapter 20:Unit 20.2.

47. Kim J, Jung J, Lee SJ, Lee JS, Park MJ. Cancer stem-like 
cells persist in established cell lines through autocrine 
activation of EGFR signaling. Oncol Lett. 2012; 
3:607-12.


